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Abstract
and the sensitivity of TNF-related apoptosis-inducing ligand ( TRAIL) in nasopharyngeal carcinoma ( NPC). Methods

Objective To investigate the correlation between the expression of latent membrane protein 1 ( LMP1)

RT-PCR and Western blot were used for detecting the expression of mRNA and protein of LMP1 in 3 NPC cell lines.
RT-PCR and Western blot
showed the highest expression level of LMP1 in C666-1 and the lowest in CNE-1. The growth of the cells was inhibited

Sensitivity of the cell lines to TRAIL was detected with MTT assay and flow cytometry. Results

following the rising of the concentration or the increasing of treatment time of the TRAIL. MTT assay and flow cytometry
revealed the highest sensitivity to TRAIL in CNE-1 and the lowest in C666-1. Conclusions TRAIL can induce apoptosis of
NPC cell lines. The sensitivity to TRAIL in NPC cell lines maybe negatively correlated with LMP1 expression, which
indicates that LMP1 may be an anti-apoptosis factor via influencing sensitivity to TRAIL.
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