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Expression of Fatl in hypopharyngeal carcinoma tissues and
its role in invasion and metastasis of the tumor

ZENG Jun-feng, WU Ping, TANG Yao-yun, XIE Chu-bo, WANG Wei
( Department of Otolaryngology-Head and Neck Surgery, Key Laboratory of Otolaryngology Major Disease Research of Hunan
Province , Xiangya Hospital, Central South University, Changsha 410008, China)

Abstract:  Objective To investigate the expression of Fatl in hypopharyngeal carcinoma and its role in the
biological behavior of the tumor. Methods The expression of Fatl was detected by immunohistochemical staining, and the
correlation between the expression of Fatl and the survival time was analyzed by Kaplan-Meier survival analysis. siRNA
was used to down-regulate Fatl expression in Fadu cells, the expression of Fatl protein was detected by Western blot;
CCK-8 was used to evaluate cell proliferation. Clone forming test was used to estimate cell tumorigenicity, the invasion and
migration ability were quantified by cell scratch test and transwell assay. Results Fatl protein was mainly expressed in
cytoplasm, and the staining intensity patients with recurrence was significantly lower than that in those without recurrence
(P=0.001). The overall survival time of strong expression group was significantly higher than that of weak expression
group (P =0.001). Moreover, down-regulation of Fatl by siRNA enhanced the growing ability (P =0.004) and the
number of cell clones (P =0.001) in Fadu cells. In addition, down-regulation of Fatl promoted Fadu cells”migration and
invasion ability (P =0.000). Conclusions Down-regulated expression of Fatl indicates poor prognosis in hypopharyngeal
carcinoma. Fatl probably controls the growth, proliferation, invasion and metastasis of hypopharyngeal carcinoma cells.
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11,2 £2&XA. 74k RS EENN&
(PV9001 ) W H 42 4 #F 24 ®], DMSO, Lipo-
fectamine® RNAIMAX #% Y4 iX %14 [ 25 E Invitrogen
/\7) ,DMEM HIGH Glucose ¥y H 2€ [E Hyclone /7],
FrIR AR MGG B Gibeo 24 ], Fatl (i ) Pk
B-actin( FlPL ) Filkly B Abcam /3], FATI siRNA
(sc-88872) ) H 3E [F Santa Cruz Biotechnology,
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1.2.1 fApiLF e Fal HEKYREL
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A1 BT R B I R LKA FE U0 A 0. 01 mol/L
MIREIR G2 vhif b, BB v KA 2 k1, SR J5 R
JNKAMAR 15 min, B #1)5 PBS % 5 min x3 K. DA
3% L& KBEE 10 min BT S A0 P i B
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PES min x 3 YA 1, B T FEF 1S min, B
B PBS 5 minx3 Y, WA 2, 500 FRER

15 min, B} 5 PBS ¥ 5 min x 3 ¥R, fif e i (1Y)
DAB & {5, 75 R &R Qe 4%, ¥ 1R & 1 73 1k, b ik
15 min, 7K GEW, R ICE RS, BARBIEE
1.2.2 g fefbm s 2H T 64 T
HUOUEED] | 10 4> i A5 AL EF (10 < 40) , DL BH P 20
A 5325 B 20 % €058 B T 2 1) SR R S 0 Xof
GORIATHE o APRR S 12 43, Fic B P P40
HLAT o5 H 4 b <25% 3 1 45,26% ~50% it 2 41,
51% ~T75% 3t 3 4%,76% ~100% i1 4 43 ; ¥ FHPE 4
MO s BT TR At 0 43 IR B At 1 43,
G2 o AR a3 4. RAEE B
1 ~4 S AR FER 4,5 ~ 12 43 mit hs 2h4,
F P 24 R 2 55 S 1) 9 BB I Ak 37 IS ) e, P
W S e A 25 2R
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Yt Fadu AR TFUR, B REZ 0 2 X 10° 4/l
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B @MTC I B R EE 150 pl #i ke 9l Lipo-
fectamine® RNAIMAX , J:-/N 0 1R AT s @ 73 BU1S50 w6
MEREFREE, A siRNA 30 pmol , JR5] 5 i A 225
B Wb, 3/ IR S, JE K siRNA-Lipo-
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CCK-8 3R B TR A5 TR W, 70 70 TR 51 5 Ak 22 35 57 4 il
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o ek T o Fatl 2535k
Il RAFAE s . R

R (B
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531
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BT
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T 5344
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T3 . T4 54 39 15

i A 733
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N i A
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2.3 UUEK Faul X240 Mg s FAE 76 Y BURE 1 1 52
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JitL, F CCK-8 3543 A 5 A AN [R) B 7] 53 240 e 114 A=
KAE0 . 458 E/R, Fatl-siRNA 341 Fadu 41 fifd/f
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FRATH - o B TV 1l 5 36— 25 %% Fatl Rk
JEJG X Fadu 20 M 34 78 B8 1 9w, R W,
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W2 2 T X BB 4] 96 +8. 3, I H w42 74 W i K T
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