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Abnormal expression of Glutathione S-transferase Al in
nasopharyngeal carcinoma

ZHONG Su-hua, XIAO Xi-ling, LIAO Zhi-peng, FENG Guo-fei, HUANG Guang-wu
( Department of Otolaryngology-Head and Neck Surgery, First Affiliated Hospital of Guangxi Medical University, Nanning
530021, China)

Abstract: Objective To investigate the differences of Glutathione S-transferase Al ( GSTAl) expression on
mRNA and protein level between nasopharyngeal carcinoma ( NPC) tissues and normal nasopharyngeal epithelial tissues
and assess the association between the expression level of GSTA1 and clinical characteristics of NPC patients. Methods
The expression difference of GSTA1 gene at the transcription level between NPC tissues and normal control tissues was
explored via analysis of cDNA microarray data ( GSE12452, GSE64634) from GEO by GCBI ( Gene-Cloud of Biotechnology
Information) platform. The relative mRNA and protein level of GSTA1 was determined in NPC tissues and normal control
tissues by real-time RT-PCR and immunohistochemistry (THC) , respectively. In addition, the correlation between the
transcription level of GSTA1 and the clinical stage of head and neck tumors was analyzed using data from TCGA ( The
Cancer Genome Atlas) database. Results  The transcription and expression of GSTAl gene were significantly down-
regulated in NPC. The mRNA levels of GSTA1 were significantly different among different stages of head and neck tumors.
Conclusion Down-regulation of GSTA1 is a noteworthy molecular feature of NPC, which indicates that GSTAl may be
involved in the occurrence and progression of NPC by affecting tumor metabolism.
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BT GSTAL 2 5 RETRAS I Sa M s 2L 210 L IE 5 S
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TR R b 0 ) T AR P e e LA A
ROS, 1fif ROS W LA5 |2 DNA $i75, Z 5 g it & A=
T JE 2200 e B I v A 7500 7 GSTAL [
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PifE A L i e T g 4 5L R T AT A 4 SRR
GSTAL FEAN [ 5314 38 o A5 A ) 6 2 S K F, 7T
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