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 ZE: BE WEKEEIESHD RNA(IncRNA) B & B2 5 5044 1 (NEAT1) NEATI X0k 50K 241 i 43 ( LSCC) 4
MUT R ZE M0, It — 2070 miR-429/ B4 E-& 454 [WFE S TE & 1 (ZEBL) #ife b R EEM .. A&
2995 7 Y 7 AR D IncRNA NEATL () LSCC 4fiJfd , i i RT-qPCR il 4l IncRNA NEATI 323k L) 56 ik 4% e
AR i@ AT Transwell 525646 40 i B AR 2268 77 , 38 i Western blot £ U 4 i b f2 — 7] 58 51 7% Ak (EMT) AH G 25 1
N-cadherin , Vimentin ,Slug 1 Snail ik, #1345 &8 miR429 5 IncRNA NEAT1 £1 ZEB1 mRNA [a] i 78
2B I T X R BHR A RN S92 5 I61E miR-429 5 IncRNA NEATI D & miR-429 5 ZEBI mRNA £54, ¥
miR-429 1135 G ik IncRNA NEAT! () LSCC 4 g , i i Western blot ¥zl 40 iy ZEB1 ik, i — 2546 2% wi
ZEB1 X4 miR-429 A IncRNA NEATL Ay LSCC 40T 8% R 728 EMT AYs2NE, 4538 # IncRNA NEATI
FfIk LSCC 4] IncRNA NEAT1 23K , 9 il 20 g 3T 7% R 4= 22 9 T 14 40y N-cadherin , Vimentin , Slug 1 Snail ik
miR-429 5 IncRNA NEAT1 1 ZEBI mRNA [B] 17 7 3576 45 & 2 0, H miR-429 5 IncRNA NEAT1 D) & miR-429 5
ZEB1 mRNA 454, H] miR-429 36 %% T fii )& IncRNA NEAT1 %F LSCC 41 g ZEB1 &k o3k /E Fl . Bbak, ok
ZEBI 3¥% T4 miR-429 %J#8 IncRNA NEATI (¥) LSCC 21 fiiT 7% Fli= 22 {2 VE i & EMT A 564 11 N-cadher-
in, Vimentin ,Slug 1 Snail Z2i5 1 L JA1EM . 4518 IncRNA NEATI {3 LSCC 4 iiE B MR 28, AL vl g 5 144
£k miR<429 i ZEB1 k123 LSCC 4l EMT 4%,
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Mechanism research of long non-coding RNA nuclear enriched transcriptome
1 on the migration and invasion of laryngeal squamous cell carcinoma cells

LIANG Jiwang' , GAO Xiaozhuo®, YANG Xiao', SUN Ming' , ZHAO Yuejiao'
(1. Department of Head and Neck Surgery; 2. Department of Pathology, Liaoning Cancer Hospital, Cancer Hospital of China
Medical University, Shenyang 110042, China)

Abstract: Objective To explore the effect of long non-coding RNA nuclear enriched transcriptome 1 (IncRNA
NEAT1) on the migration and invasion of laryngeal squamous cell carcinoma (LSCC) cells, and further explore the role of
miR-429/zinc finger E-box binding homeobox 1 (ZEBI ) axis in this process. Methods Lentivirus transfection
established LSCC cells with stable knockdown IncRNA NEAT1, and IncRNA NEAT1 expression was detected by real-time
quantitative polymerase chain reaction (RT-qPCR) to verify transfection efficiency. Cell migration and invasion ability were
detected by transwell assay. The expressions of epithelial-mesenchymal transition ( EMT) related proteins N-cadherin,
Vimentin, Slug and Snail were detected by Western blot. The potential binding sites between miR-429 and IncRNA NEAT1
and ZEBI mRNA were analyzed by bioinformatics, and the binding of miR-429 to IncRNA NEAT1 and miR-429 to ZEB1
mRNA were verified by dual luciferase reporter gene assay. LSCC cells with knockdown IncRNA NEAT1 were transfected
with miR-429 inhibitors, and ZEB1 expression was detected by Western blot. The effect of knockdown ZEB1 on LSCC cell
migration, invasion and EMT of miR-429 knockdown IncRNA NEAT1 was further examined. Results Knocking down
IncRNA NEATI reduced IncRNA NEAT1 expression in LSCC cells, inhibited cell migration and invasion, and down-
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regulated the expression of N-cadherin, Vimentin, Slug, and Snail. There were potential binding sites between miR-429
and IncRNA NEATI1 and ZEBI mRNA, and miR-429 bound to IncRNA NEAT1 and miR-429 to ZEB1 mRNA. Inhibition
of miR429 reversed the inhibitory effect of knocking down IncRNA NEAT1 on ZEB1 expression in LSCC cells. In
addition, knockdown of ZEBI reversed the inhibitory effect of miR-429 on the migration and invasion of LSCC cells with

knockdown IncRNA NEATI1, as well as the upregulation of EMT related proteins N-cadherin, Vimentin, Slug, and Snail

expression. Conclusion LncRNA NEAT1 promotes migration and invasion of LSCC cells, and the mechanism may be

related to the upregulation of ZEBI expression by sponging miR-429 and promoting EMT in LSCC cells.

Keywords : Laryngeal squamous cell carcinoma; LncRNA NEAT1; MiR-429/ZEB1 axis; Cell migration and invasion;

Epithelial-mesenchymal transformation

W ik DR 2 i 9 (laryngeal squamous cell carcino-
ma, LSCC) 2 i H WL 1Y =k SR WEAR 41 Mg (head and
neck squamous cell carcinoma, HNSC)'" | HpjH 3
ORI OTE AR T ARDIER A in Ty (RIAR1ETT) |
WAHATT (TRFROT) MAEEr 2 . SR, LSCC
FIRRERIF AR B, RZHU8E T W A8, Hl
T P18 P 87 0 A R R ™ 52 i G 400 208 5 1) 24 3% o
P G, T# LSCC R A HLA I 07 0 0 1 2k
Pibn S LSCC /Y12 W AR I 1Y & Jie i b 241
Ki#EE 4L RNA (long non-coding RNA | IncRNA) 2
H I 200 A~ A2 1 IR 4 8 HLAS 2 5 28 1A I i B
RNA'" | LncRNA #% & 445 551K 1 (nuclear enriched
abundant transcript 1, NEAT1) 21 RNA BA5 8 1T
Pt fk 11q13. 1 ERZEHEREMIE LS MEZ KN
WATEE 1 BUHE DR JAE G S B IneRNA, AR SR Hh A9 A3 25
RV SGRIR AR R R AETEARD AR
K, IncRNA 7£ LSCC #F e h R 4EmMER C T iz ik
B, WIS, IncRNA NEATL J& LSCC JEJR 1%
TEERR S o ARBFSTRTII T T NEATL &
HNSC (835 g 2 rp 3k 1 100 S H Rk 5 fB K T
JE ARG, UALCAN %4 % 73 A 45 R B 7 NEATI
fE HNSC & Mg H S b m ki, HA®RE Y
HNSC SFFEAR 1 B AAF ARG SR, HZ 50
T LSCC SR PR L 1 A 56 40 28, A TRk —
HRFE ., AW B TEEEFE IncRNA NEATI X} LSCC
ML AR E — [ FE 5% AL (epithelial mes-
enchymal transition, EMT) 5200, 3£ 4381 H 43 T #L
il , 4 IncRNA NEATI {24 LSCC 12 Wt K697 i A=
PRSP S RS AR o

1 7k
L1 25 A
\

DMEM #5355 3 Fl i 4= 1l 35 8 A 2% [ Gibeo /A
] ; Lipofectamine 3000 %% 4487 W H 25 [E Thermo 2

w) BRI B I B A R 2 R R A A TR
) s RT-qPCR AHSCIER 1 W e 5t v E 58 A= W) R
A7) ; Western blot AHSCIH W A F#E3E = KAEY)
FARA R ¥ ; Western blot —HT 4 (445 1 FH 56 [
Abcam 23 7 5 B¢ 3R A 45 e PR S5 30 A6 ) 17 4
g A 2 [E Promega 23 H] 5 o WAMEE W A H A Bk
ELHT A A5 B R AW B SE [ BioTek 24 Al 5 BEB 4 4
AR FRGEW E 22 [E Bio-Rad 23 w5 3@ PCR {UFI%¢
e f PCRAUSE A S&[E ABI 24 w] 5 1 ifi 41 15 5%
0 3 3E [E Thermo 23 1) 5 27 A& GAIN AL F 2& ]
Promega /)
1.2 i sge Rk g

AMC-HN-8 Il 3w [ i b BEBe A Y k53 P
TU212 4 [ ALY 8 Rl A . AR 2 5
T 10% fig 4k Mg i DMEM 5353k 75 37 C& 5%
A B 1 R v 8 SR AN, i BRI 9 7 A Lipo-
fectamine 3000 13X G B B ARG SL BT SRIEF TGS
1.3 RT-qPCR

H 5 RNA S BRI AW R 4i i, 2800
EIEMAT Y Z — BB & 05, R 245 SRR 2, % i
HiHE 4 C 12000 g B0 15 min, B Z G,
NG S N, FOUEIR 50 5 I 85 i S A I, = it e
BG4 °C 12000 g B0 15 min, 1A 75% ZFE, IR
I 4 °C 12000 ¢ B0 15 min, 5 1R 1 1K,
FEWAR G T ULIE, A DEPC /K %1 . #6300 T 32
RNA ¥R B2, 300 s iR &k S RNA S sy eD-
NA, I LAH AR SYBR qPCR 21 & £47 qPCR
SR o PAU6 5k GAPDH Ry 2 it 272 ki
miRNA 3¢ mRNA A% Kk i o
1.4 Transwell

WIS T 4 Crhad A8 70 Ak Rk ot
A Transwell /N2 1% ,37 CHER 4 h, TG
B A B A A F H A 2 B IR O i RE i
BN B 3L RS 1Y Transwell /N2 | &8 Transwell /)N
ENEPIIAL 20% G 245 MLTF 158 2 1 FR 5k, 4k S
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FF% 24 h, BUH Transwell /N2, B EE[E 2 30 min,
0. 1% 455444, 20 min, PBS PR 2R Y (IR, 1145
BRI AN, D't AR T WA
1.5 Western blot

15 RIPA 24 i in AR R 40 i b, vk BT
30 min, 18 75 Al BB R 40 L, 4 °C 12 000 g 5.0
20 min, g4 BRIy SR H . T BCA 350 G e
RS AR VR B K B B ARG v R
MR 2 e/l WK ZERE S min 8L 58008 M
FE EAE I ABER AL TE Sk B
VBEIRS 5 T 48 M UE AV L M A - IR AR - BE -
PVDF [l — 38 4% - 457 = WG I =X, 10 i 4% I
5% WERRAF WA IR E A 1 h, B4R E-& 455 W R T8
4 1 (zinc finger E-box binding homeobox 1,ZEB1) |
#5754 H ( N-cadherin ) \ J¢ T &5 H ( Vimentin ) | Slug .
Snail £1 H il BE-3-8% R I & B ( glyceraldehyde-3-
phosphate dehydrogenase, GAPDH) —37 4 CI% & i
&, PBST PEME 3 U, —Hi=1MEF 1 h, PBST P fi
3 K LECL ¥ 406, Tmage J 8PS KEEAH, IF

H 8 R EAE S NS K EEE RN H B A

ik,
1.6 WG AR B A5 A P S5

i3 ENCORT 7E £k A: A5 43 B 8048 1% 43 . miR-
429 15 IncRNA NEATI Fl ZEB1 mRNA [ii g 38 76 45
B o B GBI LSS G A s R A
J¥ 91 19 5 510 R R i BE R BOR: NEAT1-WT ZEBI--
WT NEAT1-MUT #i ZEB1-MUT, ¥ AMC-HN-8 Zf

Migration

Relative expression of
IncRNA NEAT1

Invasion

0.0
sh-NC sh-NEAT1 A

B, WY LA
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Relative expression of
IncRNA NEAT1
5
L
Migration
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0.0

Invasion
Sednald

sh-NC sh-NEAT1 E

sh-NEAT1
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ML) 5iAR T 6 fLARH, 4l 3y 8 2H : ONEATI -
WT + mimics NC 4 ; QNEAT1-WT + miR-429mimics
¢ ; NEATL-MUT + mimics NC £ ; @NEAT1-MUT
+ miR<429mimics 4 ; ©ZEB1-WT + mimics NC £ ;
® ZEB1-WT + miR<429mimics 2 ; @) ZEB1-MUT +
mimics NC 2 ; @ZEB1-MUT + miR-429mimics 2 , /)
ARy RS MR SRS R 24 h 5, FEbE SR
BE AR, 2T 52 15 min, ARUCK I 55
KBGO CR S B DO RMEG M, 3 HE R
HHXT G TR BHE L
1.7 St M

K SPSS FEATIHA K ge it oA, Bt R M x = 5
FeTN , PILH E) 22 5 R S AEAS ¢ K36 LUK, 22 2H 1)
22 SR R R 2R 05 28 0 i He A, HL 4% 20 1) T 1 L 8¢
K] Tukey F2J5 K56 647, P <0. 05 AR 27 BA
gt E L.
2 F#R
2.1 LncRNA NEAT1 %f LSCC ZiHLTA FRZE
RT-qPCR #:ill 45 R 7R , 5 sh-NC ZHAH It , sh-
NEATI1 2 AMC-HN-8 Fi1 TU212 4fifi IncRNA NEAT1
KB B R (£ =22.81, P <0.05;:=35.17, P<
0.05) ., Transwell 3Z 54 M 25 5 B 7~ , 5 sh-NC 24
FHEL, sh-NEAT1 41 AMC-HN-8 1 TU212 4 i i %%
FZ28(t=10.88, P <0.05;:=25.25, P <0.05)f¢
JIHBRREAR. WIE 1,

200 200 -
g 2

E 150 € 150
= 2

8 100 o 'S 100 o

5 5

T 50 e 50
2 =
s £

0

sh-NC sh-NEAT1 C sh-NC sh-NEAT1 D

200 200+
3 B

E 150 € 150
€ 2

8 100 'S 100

g * g *

) 2 50
=) g
s £

0 0-

sh-NC sh-NEAT1 G sh-NC sh-NEAT1 H

1 LncRNA NEATI %f LSCC 4T R FI2 219 A RT-qPCR #5111 4% 41 AMC-HIN-8 4}y IncRNA NEATI %ik;B ~D.

Transwell {54541 AMC-HN-8 4IiiE R AR ZERE 1 (5%
35 ;F ~ H: Transwell #0452 TU212 4IfERE RIS 286 )y (45 %

%x200) ; E: RT-qPCR #1142 TU212 4 il IncRNA NEAT1 3%

x200) 7 % P <0.05 vs sh-NC group;IncRNA NEATI

CRAEAR 2 A% RNA BB SRR R 1) s LSCC(MEBRIR A0 M) o T 1A
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2.2 LncRNA NEATI1 %} LSCC 4fiig EMT #H 555 [
FIB MY

Western blot £6 ] 45 5 5 7~ , 5 sh-NC 4HAH It
sh-NEAT1 #41 AMC-HN-8 # TU212 4 ffi N-cadherin
(1=26.87, P<0.05;:=5.83, P <0.05) ,Vimentin
(1 =24.50, P<0.05;:=11.50, P <0.05) .Slug
(1=27.26, P<0.05;:=15.34, P <0.05) F Snail
(1=16.80, P<0.05;:=9.14, P <0.05) H 1%k
AOE W RS . T 2,
2.3 miR429 5 IncRNA NEATI #1 ZEB1 [a]# % £

YN B 45 R R, miR429 5 IncRNA
NEAT1 1 ZEBI mRNA [EJfFETELS B im0 A
S FR B A 5 R S 3 A I 45 2R 2 7, 5 mimics NC
ZHAH EE , miR-429mimics 4145 44 NEAT1-WT [¥) AMC-
HN-8 4 A XS 2 't R il 17 1 ) Sl A1 (2 = 29. 25,
P <0.05) ;5 mimics NC ZH4H [t , miR-429mimics ZH
Yy NEAT1-MUT [ AMC-HN-8 21 Jifa 4 %} 9% ¢ 2 il
WX B 25 (1 =0.58,P >0.05),

5 mimics

<A
o 5“’\\\?}

N-cadherin S—s— mm sh-NC =3 sh-NEAT1

0
8
6

1,
0.
0.
*

0.4

*
0.2 |-| rl
0.0 T T

N- cadherin Vimentin Slug

Vimentin S s
Slug M-

Snail ME—

Relative protein expression

Snail

GADPH SN

TU212 Ziffl EMT A5G H F 5

NEAT1-WT 5° UAAGUGAGAACACACIPiGiLiAIUIUIU 3’

miR-429 3" UGCCAAAAUGGUCUGUCAUAAU 5’
NEAT1-MUT 5’ UAAGUGAGAACACAGUCAUAAU 3’

157 =2 mimics NC

B miR-429 mimics

0.5 X

I
NEAT1-WT

Relative luciferase activity

0.0

I
NEAT1-MUT B

N-cadherin

T % P <0.05 vs sh-NC group; EMT( | f7 - [ %1L) o

NC 40 A b, miR429mimics 4 % ¢ ZEB1-WT [i)
AMC-HN-8 4l Jfl FH %t 2¢ 5t 2 Bl 5 M B R R AIG (0 =
11.89, P <0.05); 5 mimics NC 21 f§ [t., miR-
429mimics 41544 ZEB1-MUT f#) AMC-HN-8 41 it /i
MR B YE IO B 25 5 (1 =2.09,P >0.05)
LA 3,
2.4 LncRNA NEATI i 37 miR429 $411 LSCC 4
il ZEB1 Fik

Western blot £& ] 4% 5 5 7~ , 5 sh-NC ZH A Lt
sh-NEAT1 #{ fil sh-NEAT1 + inhibitor NC 4 AMC-
HN-8(:=43.45, P <0.05;¢1=40.63, P <0.05) fI
TU212 4 (¢ =13.02, P <0.05;¢ =12.61, P <
0.05)ZEBI %5 (4 3¢ 1k B i F&AIX; 55 sh-NEAT1 41 i
sh-NEATI + inhibitor NC £ #f| I, sh-NEATI + miR-
429 inhibitor 4] AMC-HN-8 (¢ =40.25, P <0.05;¢ =
37.44, P <0.05) F1 TU212 4Hff (¢ =11.69, P <
0.05;:=11.28, P <0.05)ZEBl % |4 ik 1 B I+
o W4,

<A
5“’\\\0 ‘(\‘\A P

0.87 mm sh-NC =3 sh-NEAT1

110

N- cadherln Vimentin Slug Snail

o
o

Vimentin -

o
N

C

B 2 LncRNA NEATI Xf LSCC 40Jiff EMT #H2CHE HFZ IR0 A B &4 AMC-HN-8 4 i EMT {268 H Rk

o
)

Relative protein expression
o
s

; C.D: &4
——FHO

ZEB1-WT 5’ GUCUUCAAACCUGG(hAGlIJ,lA %JA 3’

miR-429 3’ UGCCAAAAUGGUCUGUCAUAAU 5’
ZEB1-MUT 5’ GUCUUCAAACCUGGGUCAUAAA 3’

1= mimics NC

B miR-429 mimics

*

ZEB1-WT

0.5

Relative luciferase activity

0.0

ZEB1-MUT D

B3 miR429 5 IncRNA NEAT1 #1 ZEBI [a]#a 56 & A:NEAT1 15 miR429 VEIELE A7 55 B WUEE VG 2l 47 2 566 R S 06 iy
JIF NEAT1 5 miR429 454 ; C.ZEB1 mRNA 5 miR429 WfE4EA 7 55 D2 586 2 BER 45 35 [ 5256 363F ZEB1 mRNA 5 miR-

4
@i

429 7 % P <0.05 vs mimics NC group; ZEBI (#%4§

E-G4i RIS &

A])O THO
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2.5 LncRNA NEATI i 57 miR-429/7ZEB1 5 i
LSCC 4 il 1T 7% #1272

Transwell £ 45 3 T 7~ , 5 sh-NC 2H A Lt sh-
NEATI1 ZH %1 sh-NEAT1 + inhibitor NC Z4{ AMC-HN-8
(1=16.76,P <0.05;:=16.73 ,P <0.05;1 = 17. 58,
P<0.05;t=16.55,P <0.05) F1 TU212 48 (¢t =
13.28,P <0.05;¢ =16.94,P <0.05;1 = 15.78, P <
0.05;¢=14.81,P <0.05) iL % F{1R 22 1 W] B F%
% ; 5 sh-NEATI1 #2H #1 sh-NEAT1 + inhibitor NC ZH #H
[t ,sh-NEAT1 + miR-429inhibitor 2 AMC-HN-8 (¢ =
16.78,P <0.05;¢ =15.72,P <0.05;1 = 14.81,P <
0.05;:6=15.66,P <0.05) #1 TU212(t =15.44,P <
0.05;¢=14.28,P <0.05;1=17.35,P <0.05;1 =
15.61,P <0.05) 4ifl T F iz 226 I W R T M5 5

-
o

ke

o o
o ©

sh-NC

sh-NEAT1
sh-NEAT1+
inhibitor NC
sh-NEAT1+
miR-429 inhibitor
<)

i

*
I‘l *

N
m
o)
=

o
)

Relative protein expression

o
o

AP, WS
- A (ﬁo 2 N «\AXO‘ B
)

B 4 LncRNA NEATI i@ 1 miR429 0 LSCC 4} ZEB1 33k
% P <0.05 vs sh-NC group; #P <0.05 vs sh-NEATI group; $P <0.05 vs sh-NEATI + inhibitor NC

0l ZEB1 8 H A
group,  [A]o

sh-NEAT1+
sh-NEAT1+

sh-NEAT1+
miR-429 inhibitor

T o

sh-ZEB

Migration

Invasion

sh-NEAT1+
sh-NEAT1+ sh-NEAT1+

inhibitor NC = miR-429 inhibitor sh-ZEB

sh-NEAT1

o o

o
Ty

Migration

Invasion

5 LncRNA NEATI i@ miR-429/ZEBI1 §40 LSCC TR AEZE A ~ C. 441 AMC-HN-8 4 i -5 FIl{Z 22 RE /)
(4% x200)

% x200); D ~F: 24 TU212 40T/ AR08
INCIE

miR-429 inhibitor+

>

miR-429 inhibitor+

N e T ey o A IRREROIEE .t OORS
R\ 3 ] B AP IF T

sh-NEAT1 + miR429 inhibitor 24 #H Lt., sh-NEAT1
miR-429 inhibitor + sh-ZEB1 4{ AMC-HN-8 (¢
17.88,P <0.05;1 = 18.25,P <0.05) il TU212 (1
15.44,P <0.05;¢t =16.27,P <0.05) M 1T 2 Fl {2
R BRI, WA S,
2.6 LncRNA NEATI 3 i miR429/ZEB1 % i
LSCC 4] EMT A< H 1k

Western blot 5l 25 5 5. 7 , 5 sh-NC 414 L,
sh-NEAT1 ZH F1 sh-NEAT1 + inhibitor NC 2§ AMC-
HN-8 F1 TU212 Zf i N-cadherin (¢ = 16. 25, P <
0.05;¢=17.82,P <0.05;1=15.44,P <0.05;1 =
14.81,P <0.05) ,Vimentin(t =17.85,P <0.05;¢ =
17.12,P <0.05;1 = 16.28,P <0. 0551 = 15.34 P <
0.05) Slug(t=15.44,P <0.05;t=16.89,P <0.05;
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=
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miR-429 inhibitor
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*
*
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sh-NEAT1+
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t=17.25, P<0.05;¢=12.31, P <0.05) Fl Snail (¢ =
18.72, P<0.05;: =17.25, P<0.05;: =16.38, P<
0.05;t =17.33, P <0.05) % [ 5K 05 5 FEAK;
55 sh-NEAT1 4 #il sh-NEAT1 + inhibitor NC ZHAH EL,
sh-NEAT1 + miR-429 inhibitor 2 AMC-HN-8 i
TU212 2 il N-cadherin (¢ =15.35, P <0.05;¢ =
16.77, P <0.05;¢: =17.24, P <0.05;: =15. 33,
P <0.05) .Vimentin(z =18.24, P<0.05;: =16.39,
P<0.05;:=15.81, P<0.05;:=15.65, P<0.05) .
Slug(t=16.22, P <0.05;:=15.18, P <0.05;¢ =
15.74, P<0.05;¢t =16.38, P <0.05) F1 Snail (¢ =
14.77, P <0.05;:=12.25, P <0.05;¢ =12. 84,

P<0.05;:=12.91, P <0.05) 2[435 7K 01 & 7F
=: 5 sh-NEAT1 + miR-429 inhibitor 20 #H [t , sh-
NEATI1 + miR-429 inhibitor + sh-ZEB1 4i AMC-HN-8
1 TU212 Zi il N-cadherin (¢ =15.33, P <0.05;¢ =
16.98, P <0.05) . Vimentin(t = 17.25, P <0.05;
t=12.34, P<0.05) Slug(: =18.57, P <0.05;¢ =

. +

i 2

8 8

_ 9 2E 2%
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B EE]
@ 5 GE BE GE®
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Relative protein expression
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S 05+
2
Sug MR SN e . -
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T 00

Snail W S . e

C

N-cadherin

N-cadherin

19.33, P <0.05) I Snail (t = 14.72, P <0.05;¢ =
15.69, P <0.05) % [ £ kK VW B, WLIE 6

3 itig

LncRNA NEATI 7£ LSCC # & i & #5846 AH
KWFFEHED . WFFEEW], IncRNA NEATI %%%ii"ﬁ
LSCC B3 T 73 % SRRk 2 45 e 76 e IR 2339 . 1
?@Eﬁ%ﬁiiU&iﬁL%E’J,uxiﬁK*ﬁﬁé,,\r&F?
i LSCC gL KT o A BT K BLRER n-
cRNA NEATL #i il TSCC i itg i 14 5, 155 400 it o4
ToRIZNAEEIN G JBIBHAE ™ . BE4h, IncRNA NEATI
AR LSCC 2 py (25 o AR B S A I 45 2
7N, mi IncRNA NEATI $f# LSCC 48 Jfg 3T %2 fl =
ZRAEST, IF DR R EMT AH5C 3 H N-cadherin |
Vimentin ,Slug F1 Snail ik, B IncRNA NEAT1 A~
IXfle it LSCC 4T MR 28, ib fe vt 240 il EMT,
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