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Effect of zinc finger protein 114 on the proliferation, migration
and invasion of nasopharyngeal carcinoma

GAO Guogiang' , Al Wenbin', LI Jiaoli’
(1. Department of Otolaryngology Head and Neck Surgery, the Second Affiliated Hospital of University of South China,
Hengyang 421001, China; 2. Department of Breast and Thyroid Surgery, the Second Affiliated Hospital of University of
South China, Hengyang 421001, China)

Abstract:  Objective To investigate the expression of zinc finger protein 114 (ZNF114) in nasopharyngeal
carcinoma (NPC) and its relationship with clinicopathological features of NPC. Methods The expression of ZNF114 in
NPC was analyzed by bioinformatics methods in the cancer genome atlas database and verified by immunohistochemistry.
Methyl thiazolyl tetrazolium (MTT) assay, Scraich assay, EdU and Transwell assays were used to confirm the effect of
ZNF114 on the proliferation, migration and invasion of NPC. Results ZNF114 was highly expressed in NPC and correlated
with tumor size, lymph node metastasis, histological grade and clinical stage of NPC. Kaplan-Meier survival analysis
showed that low expression of ZNF114 had a better prognosis in overall survival, disease-specific survival and progression-
free interval of NPC. Kyoto encyclopedia of genes and genomes ( KEGG) functions were mainly enriched in calcium
signaling pathway, estrogen signaling pathway and primary immunodeficiency. Immunohistochemical results indicated that
ZNF114 was highly expressed in NPC tissues and correlated with lymph node metastasis. Knockdown of ZNF114 could
significantly inhibit the growth, migration and invasion of NPC cells. Conclusion ZNF114 is involved in the proliferation
and invasion of NPC, and may be a predictive prognostic marker for this tumor.
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H AiT7E S 9 19 BF 52 vp Bk = ZNF114 (85T,
DR M A 5 38 320 2R A 2.2 3 A ZNF 114 A 53R i
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GAPDH JF |i] 5° -GTCTCCTCTGACTTCAACAGCG-3’
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¥ CNE1 20 MR & PR AEAE 96 LAk, B~ 1L
HrEN N 3 000 N2, LG ALH A 200 L o i
1z £k 2% v W ( phosphate buffer solution, PBS) , ¥
96 LR E T HFRA TP A AR S BT SR AT AN (]
AT AL R L IR 77, 00 N ) 25 RS, B fL R i A
20 wL MTT %% (5 mg/mL Solarbio, H [t 57) , 4k
S 4 ho FRERUGE AL R MTT 3, B4
LA 150 pl — ST ARIFIGE 3] 10 min, D
SERTE R R 96 L AR B TR L MR i KA 1Y
570 nm#k , Ff R FLIY OD fE.
1.8 RIJRSE

¥ CNE1 4R e AE 6 LA P I e s g, 24
i 5% IR F) 90% I, Y 1 000 WL Fo 0 Sk 2 40 i 55
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JEVESTIE I 0 ~ 3 43, oY 42 0 43, 55 J faid
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B3 ZNF114 58 FW)SGA055  A:0S;B:DSS;C:PFI; D 0S #H3% nomogram [&] ; E; DSS 446 nomogram [& ; F : PFI A 2% nomo-
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2.6 ZNF114 FZ0m S i 240 i i 38 i S #1258
i 3 RT-qPCR J¢ Western blot 5Z 45 jiF 52

ZNF114 7F B.0R 9 CNE1 40 g vp ik s oh (& 6A
B), a4k £ siRNA-1 1 siRNA-3 Y475 40505
MTT SE553ESE I ZNF114 7] DU ) 5 08 CNEL
0 7Y 1 GRS ) (B 6C) o EdU 52 56 iE 52 @i 1%
ZNF114 a] LU 5088 CNEL 40/ 9 DNA % il fig
71 (K 6D ), IR S Transwell 52 5 3iF 55 f IR
ZNF114 0] LA 5508 9 CNEL 40 i 1ty i 7% 1 4= 22
fe 1 (I 6E [ F) o @ik MAGT1 A] LA il S ik 9 4
filisp N-cadherin £l Vimentin 3% ik, {& ¥F E-cadherin
R, N EMT )% 4 (F 66G) o

3 itig

R P i — oI U5 T Sk S90S L 40 M P S i
2018 AEABR ER BTG 12.9 T B, o5 45k
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2 AR AN R A A AP R f AR
SrAbdE . 5 EB SRR UM SR AE ALY 5 v E
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§ = sh-NC ) N % 15
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3 AN AN AN € "
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o ---
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E
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